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RIKEN cDNA 2010315L10 gene
hydroxysteroi d 17-beta dehydrogenase 4
Bl NG4

RI KEN cDNA 2010012C24 gene
prostagl andi n E recept or 1 subtype EP1, 42kD
phosphogl ycerate mt a:
aquaporin 4
B-cel | receptor-associated protein 31
heat shock protein, 105 kDa
heat shock protein, 84 kDa 1
RIKEN cDNA 2010315L10 gene
R cDNA 1110003B01 gene
avian reticul oendot hel i osis viral v-rel oncogene homol og A
RNA bi nding protein regulatory subuni t
Quster Incl Al850624: LI rMEGl ai k-d-02-0-U.s1 Mus nusculus cDNA, 3 end /clone=Ul - M BGL- ai k-d-02-0-Ul /clone_end=3 /gb=Al 850624 /gi =5494530 / ug=Mn 2
RI KEN cDNA 9130005N23 gel
chol i nergic receptor, ni colini ¢, alpha pol ypeptide 1 nuscle
RI KEN cDNA 1110021H02 gen
Q ust Ielv I'ncl ' A/r-‘\420351 vCSlaOS rl Mis nusculus cDNA, 3 end /cl one=l MAGE- 778064 /cl one_end=3 /gb=AA420381 /gi =2080867 /ug=Mn 24544 /| en=521
crystallin, alpha
expressed sequence C81439
Cluster Incl AWA49969: U - M BHL-ant -d-07-0-U .s1 Mis nusculus cDNA, 3 end /clone=Ul - M BHL-ant-d-07-0-U /clone_end=3 /gb=AW49969 /gi =5910498 /ug=Mn 2:
actin, alpha 1, skeletal nuscle
RI KEN cDNA 2410001M24 gene
o usl er Incl X07888:M rmscul us HVGCR gene for 3-hydroxy-3-methyl glutaryl coenzyme A reductase, exon 2 /cds=65, 229 /gb=X07888 /gi =51340 /ug=NMm 57121 /| er
N cDNA 2310005P05 gen
ecl onucl eoside tri phosphale di phosphohydr ol ase 5
phosphol i pase A2, gr ol
myosin Light chaine ol kall fast skeletal nuscle
cDNA 2610200G18 gen

|hyvo|d hor none vesponslve SPOT14 horml og Rattus
lectin, galactose binding, soluble
gl utathione S-transferase, al pha H
retinoid x receptor gamma
ri ng- box
RI KEN CD\IA 2900010!\/23 gene
epi dermal growth fa
A ki nase anchor pr ot
trophobl ast speclflc proleln al pha
hepsin
proteasore pr osore, mecropai n subunit, beta type 3
pr ot ocadher i n
sel enopr ot ei n R
EST AAD87124
al do-keto reductase family 1, nmenber B3 al dose reductase
RI KEN cDNA 2010110M21 gene
IO uster Incl AV379809: AV379809 Mius nuscul us c¢DNA, 3 end /clone=9230014C18 /cl one_end=3 /gb=Av379809 /gi =6428818 /ug=Mn 96972 /| en=232 / NOTE=r epl acemer
clusterin
rryocy|e enhancev factor 2C
cluster
expr cosed sequence Al 882074
RI KEN cDNA 2310074H19 gene
expressed sequence Al 414429
cal ci um channel , vol t age- dependenl gamma subunit 6
frizzled honol og 2 Drosoph
aminol evulinate, delta-, dehydrat ase
Quster Incl Ai835081: U- M Al 1-af n-h-02-0-U. sl Mis nuscul us cDNA, 3 end /clone=Ul-M Al 1-af n-h-02-0-U /clone_end=3 /gb=Al 835081 /gi =5469294 /ug=Mn 2
actin, beta, cytoplasni c
actin, beta, cytoplasm
Quster Incl Al118905: ur:15f 04.r1 Mus nusculus cDNA, 5 end /clone=I MAGE- 1398079 /cl one_end=5 /gb=Al 118905 /gi =3519229 /ug=Mn 28800 /| en=311
epi thelial menbrane protein 1
actin, beta, cytoplasnc
pvocollagen type I, alpha 1

KEN cDNA 2700047N05 gene
pr ocol I'agen, type I, al pha
conpl ement component 2 \Mlhln H2s
branched chain ketoaci d dehydrogenase E1, al pha pol ypepti de
RIKEN CDNA 5430432P15 gene
phosphat i dyl serine synthase 1
di azepam bi ndi ng i nhi bi t or
cal sequestrin
expr essed sequence AA409398

RI KEN cDNA 2610200(_‘115 gene

forkhead box
sol ute carrier famly 22 organic cation transporter, menber 1
procol | agen-prol i ne,  2-oxogl utarate 4-di oxygenase proline 4-hydroxylase, alpha |1 pol ypeptide

Quster Incl Al854581: Ul - M BHO-ake-a-06-0-Ul.s1 Mis nusculus cDNA, 3 end /cl one=Ul - M BHO- ake- a- 06-0- Ul /cl one_end=3 /gb=Al 854581 / gi =5498487 / ug=Mn 1!
T-cel I "expressi ng cl one | 6

actin, beta, cytol

expr essed sequence AD46135

Rl KEN cDNA 55206800A18 aene



