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procol | agen, type I11, al pha
transformng growh factor bela 1 lnduced transcript 4
i crosomal gl utat hi one S transferase
chloride channel 3
cardiotrophin 1
adrenergi c receptor, alpha la
expressed sequence AA408298
pr gco: : agen, type VII1, alpha 1
ibri
Quster | ncl AV319920: AV319920 Mus nuscul us cDNA, 3 end /cl one=6030414A10 /cl one_end=3 /gb=AV319920 /gi =6289753 /ug=Mn 85283 /| en=250 / NOTE=r epl acener
Quuster Incl Al843937: U - M AP1-agh-b-10-0-U.s1 Mis nusculus cDNA, 3 end /clone=Ul - M AP1- agh- b- 10-0- Ul /cl one_end=3 /gb=Al 843937 /gi =5478150 /ug=Mn 2
trans-acting transcription factor
expressed sequence C79026
pol ynerase 11
RI KEN cDNA 4921532K09 gene
DNA segment, Chr 9, Wayne State University 18, expressed
OhUS( erEll ncl AA002843: ny38c08.r1 Mis nuscul us c¢DNA, 5 end /clone=I MAGE- 426062 /cl one_end=5 /gb=AA002843 /gi =1446281 /ug=NMn 86787 /| en=235
ephrin
m tochondrial ribosonmal protein S25
hi stidine rich calcium binding protein
bacul oviral | AP repeat - contai ni ng
procol | agen, type IV, al
inactive X specific transcripts
RI KEN cDNA 26100211 22 gene
expressed sequence C79248
X03453 Bacteri ophage P1 cre reconbinase protein -5 and -3 represent transcript regions 5 prime and 3 prime respectively
ATPase, Qu++ transporting, alpha polypeptide
phosphati dyl i nosi tol 3-kinase, regulatory subunit, polypeptide 1 p85 al pha
phosphat ase and tensin homol og
Friend | eukeni a |nlegval|on 1
phosphol i pase A2, group V
nucl ear factor of activated T-cells, cytoplasmic 3
expressed sequence C77863
activin A receptor, type Il-like 1
Custer Incl AWA46060: Ul - M BHL- akv-d-12-0-U.s1 Mis nuscul us ¢cDNA, 3 end /clone=Ul - M BHL- akv-d-12-0-Ul /cl one_end=3 /gb=AW46060 /gi =5906589 /ug=Mn 2:
mi crot ubul e- associ ated protein tau
di scoi din domain receptor famly, member 2
splicing factor 3b, subunit 1, 155 kDa
SW/SNF related, matrix associated, actin dependent regulator of chromatin, subfanily b, member 1
gangllosl de-induced di fferentiati on-associ at ed-protein 10
per oxi some proliferator activated receptor al pha
cDNA 5930418K15 gene
R‘l KEN CDNA 2610205H19 gene
anti-mullerian hornon
guani ne nucl eoti de bi i ng protein, alpha 13
J04423 E coli bioB gene biotin synthetase -5 -M -3 represent transcript regions 5 prime, Mmﬂe and 3 prime respectively
SW/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, menber
eukaryotic translation initiation factor 4, gamm
J04423 E coli bioC protein -5 and -3 vepresenl Hanscnpl regions 5 prime and 3 prine respectively
nyocyte enhancer fact or
304423 E coli bioC protein -5 and -3 represent transcript regions 5 prime and 3 prime respectively
RI KEN cDNA 1810030E20 gene
expressed sequence C75939
sialyltransferase 9 OVP- NeuAc: Iaclosyl cerani de al pha- 2, 3-sial yl transferase
mi cr ot ubul e- associ ated protein ta
304423 E coli bioB gene biotin synlhelase -5, -M -3 represent transcript regions 5 prime, Mddle, and 3 prime respectively
four and a hal f LIM donains
expressed sequence AA409087
casein kinase I, alpha 1 rel aled sequence 4
per oxi somal bi ogenesi s fact ol
Pase, CQu++ |ran5por||ng a pha pol ypepti de
Rl KEN cDNA 2310016A09 gen
nucl ear receptor inter et ng protein 1
zinc finger protein 97
fibroblast growth factor inducible 15
frizzled homol og 4 Drosophila
expressed sequence AA408880
1-acyl gl ycer ol - 3- phosphate O acyl transferase 3
zinc finger protein 148
transcription factor Dp 1
RIKEN cDNA 1100001J13 gene
coatomer protein conpl ex, subunit beta 2 beta prime
creatine kinase, mtochondrial 2
RIKEN cDNA 1500019016 gene
lipini
origin recognition conplex, subunit 4
insulin degrading enzyme
ADP-ri bosyl ation-1ike factor 6 interacting protein 5
heparin binding epi der mal gro\Mh factor-like growth factor
FK506 b| ndi ng br otein 4 59 ki
310039H15 gene
pvol el n k| nase inhibitor, alpha
anyl oi d beta A4 precursor protein-binding, famly B, nember 2
protein C
solute CaHI er fam |y 25 mitochondrial carnitine/acylcarnitine translocase, menber 20
aquaporin 4
RI'KEN CD\IA 0610011804 gene
expressed sequence C7629
COP9 constitutive pholom:rphogemc honol og, subumt 6 Arabi dopsi s thali
Quster Incl C77776: C77776 Mis nuscul us cDNA, end /cl one=J0037008 ICI one end=3 /gb=C77776 /gi =2518106 /ug=Mn 5650 /| en=622
RIKEN cDNA 1810029F08 gene
RIKEN CDNA 4933425L11 gene
RI KEN cDNA 1110025H10 gene
transcription factor 20
testis expressed gene 261
et a-rhain TOR acenci ated nrotein ki nace 70kD




